
   

 

                                            
 

 

 
 

2
nd

 READNA Symposium on Advanced Nucleic Acid Analysis 

 

8
th
 of July 2010, St. Anne’s College, Oxford,  

United Kingdom 

 
 

 8.30am - 9.00am   Arrival and Registration 

 

 9.00am - 9.15am  Welcome and Introduction 

 

 9.15am - 9.45am  John Bell U. Oxford UK - To confirm  

 

 9.45am - 10.15am Wilhelm Ansorge, EPFL Switzerland “Review of the 

Announced 3rd Generation DNA Sequencing Techniques” 

 

10.15am - 10.45am TBA 

 

 

10.45am - 11.15am    Coffee 

 

 

11.15am - 11.30am Sascha Sauer, MPI Germany “The advantages of mass 

spectrometry in diagnostics and drug screening”  

 



   

11.30am - 11.45am Johannes Hohlbein, U. Oxford UK “DNA Polymerase: 

revealing mechanisms by single molecule FRET” 

 

11.45am - 12.00pm Nadine Schracke Febit Germany  “Application of HybSelect 

targeted Next Generation Sequencing in a pipeline for large 

scale genomic studies - experimental details, highlights, open 

issues and recent results” 

 

 

12.00pm - 12.30pm Andre Franke U. Kiel Germany  “More than 60 Known 

Susceptibility Loci for Crohn's Disease, What's Next?” 

 

 

12.30pm - 14.00pm    Lunch 
 

 

14.00pm - 14.30pm Stephan Beck UCL UK  “Reverse Phenotyping: Towards an 

integrated (epi)genomic approach to complex phenotypes and 

common disease” 

 

14.30pm - 15.00pm Cees Dekker Delft U. Holland  “Novel avenues opening up with 

solid-state nanopores” 

 

15.00pm - 15.30pm Sunny Xie Harvard USA  “Life at the single molecule level” 

 

15.30pm - 16.00pm Hans Lehrach MPI Germany “Genetics, Genomics and systems 

Biology”  

 

 
16.00pm - 16.30pm          Coffee/End 

 

 
 
 

                                            

 

Coordinator: Ivo Gut   

 

Manger: Steven McGinn 

 

Website: www.cng.fr/READNA 


